NMR SOLUTION STRUCTURE AND INTERNAL DYNAMICS OF THE C-TERMINAL DOMAIN OF OLE E 9, A MAJOR ALLERGEN FROM OLIVE TREE POLLEN
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Olive tree pollen is one of the main causes of seasonal respiratory allergies in Mediterranean countries. Ten allergens from olive pollen, Ole e 1 to Ole e 10, have been described. Ole e 9 is a 46 kDa protein composed by an N-terminal domain (36 kDa) and a C-terminal domain (10.5 kDa). The N-terminal domain exhibits 1,3- glucanase activity. To gain further insights into the structural bases of its biological function and allergenic properties, the solution structure and the internal dynamics of the C-terminal domain has been undertaken by NMR methods. NMR spectra were acquired on 600 and 800 MHz spectrometers, and assigned following the standard methodology based on 3D 15N-13C strategies. The three-dimensional structure was calculated on the basis of distance and angular experimental restraints. Ct-Ole e 9 is composed by two -helices spanning residues 22-32 and 56-70, a short -sheet (residues13-65 and 82-85) and a long and unstructured N-tail. The internal dynamics was determined from the analysis of 1H-15N relaxation data and shows a high degree of mobility in the C- (residues 98-101) and N-terminus (1-12) of the protein. Subsequent analysis of this data will be essential to infer information about the accessibility, shape and mobility of the different regions of the molecule, which could lead to the design of new vaccines specific for olive tree pollen. In addition, the structure refinement will provide a basis for understanding the physiological function of this novel plant protein. 

